ANATOMY OF A REPORT
Immunotherapy Markers
Markers that may indicate sensitivity to
immune checkpoint inhibitors. These markers generally include PD-L1
expression, tumor mutation burden,
and microsatellite instability.

Therapeutic Variants
Variants that have been shown to be
associated with sensitivity or resistance to
targeted therapy in the medical literature.

Genomic Marker
Variant details including gene, protein,
and DNA nomenclature. This may
also be called “genomic alteration” or
“variant.”

Class
Indicates the level of significance in the
medical literature of the variant resulting in
sensitivity or resistance to targeted
therapies.

Prognostic/Diagnostic Variants
Variants that are not associated with
response to therapy in the medical
literature but for which prognostic or
diagnostic information is available.

Variant Allelic Frequency
How often the variant was detected
among all sequencing reads at that
genetic location.

Read Depth

The number of times a particular base
is “read,” which is directly related to
the sensitivity of an assay. Multiple
overlapping segments of DNA are captured, so a single base may be de
tected dozens or hundreds of times. A
greater read depth can detect variants
that are present at a lower frequency
in the tumor.

Variant Description

Highlights the variant details
including type of mutation,
molecular consequences,
and presence of the variant in
cancer databases.

Gene Description
Highlights the function of the gene in
cancer development, types of
mutations seen, and whether
therapies have been FDA approved
or are in trials for mutations in the
gene.

FDA Approved Therapies
Therapies in which the variant is
indicated on the therapy label or in a professional guideline (NCCN)

Different Indication Therapies
Therapies for which the variant would be
on indication in a different tumor type

Guideline Resistance
Therapies in which the variant has been
shown to result in resistance according to
the therapy indication or professional
guidelines (NCCN)

Potential Clinical Trials
Clinical trials for which the patient may be
eligible for based on the identified variants

Variants of Unknown Significance
Identified variants for which either the
molecular or clinical consequences are
unknown. These may include variants
have not been shown to result in a gain
or loss of function and/or variants that
have no therapeutic, prognostic, and/or
diagnostic evidence

Test Methods and Limitations

Description of the methods and
limitations of the assay(s)
performed. Information here may
include number of genes on panel,
detection limits, coverage requirements, assay type(s), computational
tools, and proper use of results.
Performance specifications may also
be presented in a separate section

Disclaimer

Additional information about test
methods and the limitations of the
assay, including that it is only one
part of a physician’s assessment of
the patient, that certain types of
variants may not be detected, and
whether or not it can detect
germline variants

List of Sequenced Genes
All labs provide a list of genes that were
tested. In some cases, this list may be
included in the report. In other cases,
the list will be available on the lab’s
website

